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PATENT 



SEQUENCE LISTING 

<110> William Gaarde 
Andrew T . Watt 

<12 0> ANTISENSE MODULATION OF CONNECTIVE TISSUE GROWTH FACTOR EXPRESSION 
<130> RTS-0274 
<160> 153 

<210> 1 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 1 

tccgtcatcg ctcctcaggg 20 

<210> 2 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 2 



RTS-0274 



-2- 



PATENT 



atgcattctg cccccaagga 20 



<210> 3 

<211> 2075 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (130) . . . (1179) 
<400> 3 

cccggccgac agccccgaga cgacagcccg gcgcgtcccg gtccccacct ccgaccaccg 60 
ccagcgctcc aggccccgcg ctccccgctc gccgccaccg cgccctccgc tccgcccgca 12 0 
gtgccaacc atg acc gcc gcc agt atg ggc ccc gtc cgc gtc gcc ttc gtg 171 
Met Thr Ala Ala Ser Met Gly Pro Val Arg Val Ala Phe Val 
15 10 

gtc etc etc gcc etc tgc age egg ccg gcc gtc ggc cag aac tgc age 219 
Val Leu Leu Ala Leu Cys Ser Arg Pro Ala Val Gly Gin Asn Cys Ser 
15 20 25 30 

ggg ccg tgc egg tgc ccg gac gag ccg gcg ccg cgc tgc ccg gcg ggc 2 67 
Gly Pro Cys Arg Cys Pro Asp Glu Pro Ala Pro Arg Cys Pro Ala Gly 
35 40 45 

gtg age etc gtg ctg gac ggc tgc ggc tgc tgc cgc gtc tgc gcc aag 315 
Val Ser Leu Val Leu Asp Gly Cys Gly Cys Cys Arg Val Cys Ala Lys 
50 55 60 

cag ctg ggc gag ctg tgc acc gag cgc gac ccc tgc gac ccg cac aag 363 
Gin Leu Gly Glu Leu Cys Thr Glu Arg Asp Pro Cys Asp Pro His Lys 
65 70 75 

ggc etc ttc tgt gac ttc ggc tec ccg gcc aac cgc aag ate ggc gtg 411 
Gly Leu Phe Cys Asp Phe Gly Ser Pro Ala Asn Arg Lys He Gly Val 
80 85 90 



RTS-0274 



-3- 



PATENT 



tgc acc gcc aaa gat ggt get ccc tgc ate ttc ggt ggt acg gtg tac 459 
Cys Thr Ala Lys Asp Gly Ala Pro Cys He Phe Gly Gly Thr Val Tyr 
95 100 105 HO 



507 



cgc age gga gag tec ttc cag age age tgc aag tac cag tgc acg tgc 
Arg Ser Gly Glu Ser Phe Gin Ser Ser Cys Lys Tyr Gin Cys Thr Cys 
115 120 125 



ctg gac ggg gcg gtg ggc tgc atg ccc ctg tgc age atg gac gtt cgt 555 
Leu Asp Gly Ala Val Gly Cys Met Pro Leu Cys Ser Met Asp Val Arg 
130 135 140 

ctg ccc age cct gac tgc ccc ttc ccg agg agg gtc aag ctg ccc ggg 6 03 
Leu Pro Ser Pro Asp Cys Pro Phe Pro Arg Arg Val Lys Leu Pro Gly 
145 150 155 

aaa tgc tgc gag gag tgg gtg tgt gac gag ccc aag gac caa acc gtg 651 
Lys Cys Cys Glu Glu Trp Val Cys Asp Glu Pro Lys Asp Gin Thr Val 
160 165 170 

gtt ggg cct gcc etc gcg get tac cga ctg gaa gac acg ttt ggc cca 699 
Val Gly Pro Ala Leu Ala Ala Tyr Arg Leu Glu Asp Thr Phe Gly Pro 
175 180 185 190 

gac cca act atg att aga gcc aac tgc ctg gtc cag acc aca gag tgg 747 
Asp Pro Thr Met He Arg Ala Asn Cys Leu Val Gin Thr Thr Glu Trp 
195 200 205 

age gcc tgt tec aag acc tgt ggg atg ggc ate tec acc egg gtt acc 795 
Ser Ala Cys Ser Lys Thr Cys Gly Met Gly He Ser Thr Arg Val Thr 
210 215 220 

aat gac aac gcc tec tgc agg eta gag aag cag age cgc ctg tgc atg 843 
Asn Asp Asn Ala Ser Cys Arg Leu Glu Lys Gin Ser Arg Leu Cys Met 
225 230 235 



gtc agg cct tgc gaa get gac ctg gaa gag aac att aag aag ggc aaa 



891 
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939 



Val Arg Pro Cys Glu Ala Asp Leu Glu Glu Asn lie Lys Lys Gly Lys 

240 245 250 

aag tgc ate cgt act ccc aaa ate tec aag cct ate aag ttt gag ctt 

Lys Cys lie Arg Thr Pro Lys lie Ser Lys Pro lie Lys Phe Glu Leu 

255 260 265 270 

tct ggc tgc acc age atg aag aca tac cga get aaa ttc tgt gga gta 

Ser Gly Cys Thr Ser Met Lys Thr Tyr Arg Ala Lys Phe Cys Gly Val 

275 280 285 



tgt acc gac ggc cga tgc tgc acc ccc cac aga acc acc acc ctg ccg 1035 
Cys Thr Asp Gly Arg Cys Cys Thr Pro His Arg Thr Thr Thr Leu Pro 
290 295 300 



987 



1083 



gtg gag ttc aag tgc cct gac ggc gag gtc atg aag aag aac atg atg 
Val Glu Phe Lys Cys Pro Asp Gly Glu Val Met Lys Lys Asn Met Met 
305 310 315 



ttc ate aag acc tgt gec tgc cat tac aac tgt ccc gga gac aat gac 1131 
Phe He Lys Thr Cys Ala Cys His Tyr Asn Cys Pro Gly Asp Asn Asp 
320 325 330 

ate ttt gaa teg ctg tac tac agg aag atg tac gga gac atg gca tga 117 9 
He Phe Glu Ser Leu Tyr Tyr Arg Lys Met Tyr Gly Asp Met Ala * 
335 340 345 

agecagagag tgagagacat taactcatta gactggaact tgaactgatt cacatctcat 1239 
ttttccgtaa aaatgatttc agtagcacaa gttatttaaa tctgtttttc taactggggg 1299 
aaaagattcc cacccaattc aaaacattgt gccatgtcaa acaaatagtc tatcttcccc 1359 
agacactggt ttgaagaatg ttaagacttg acagtggaac tacattagta cacagcacca 1419 
gaatgtatat taaggtgtgg ctttaggagc agtgggaggg taccggcccg gttagtatca 1479 
tcagatcgac tcttatacga gtaatatgee tgctatttga agtgtaattg agaaggaaaa 153 9 
ttttagcgtg ctcactgacc tgcctgtagc cccagtgaca gctaggatgt gcattctcca 1599 
gecatcaaga gactgagtca agttgttcct taagtcagaa cagcagactc agctctgaca 165 9 
ttctgattcg aatgacactg ttcaggaatc ggaatcctgt cgattagact ggacagcttg 1719 
tggcaagtga atttgectgt aacaagecag attttttaaa atttatattg taaatattgt 177 9 
gtgtgtgtgt gtgtgtgtat atatatatat atatgtacag ttatctaagt taatttaaag 1839 
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ttgtttgtgc ctttttattt ttgtttttaa 
tctgaacacc ataggtagaa tgtaaagctt 
ttatatggaa attctgctca gatagaatga 
ggaggcatca gtgtcttggc aggctgattt 



tgctttgata tttcaatgtt agcctcaatt 1899 
gtctgatcgt tcaaagcatg aaatggatac 1959 
cagtccgtca aaacagattg tttgcaaagg 2 019 
ctaggtagga aatgtggtag ctcacg 2075 



<210> 4 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 4 

acaagggcct cttctgtgac tt 



<210> 5 
<211> 22 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 5 

ggtacaccgt accaccgaag at 



<210> 6 
<211> 23 
<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> PCR Probe 
<400> 6 

tgtgcaccgc caaagatggt get 



<210> 7 
<211> 19 
<212> DNA 

<213> Artificial Sequence 

M> <220> 

9 
O 

Hi <223> PCR Primer 

gi! 
if 

gaaggtgaag gtcggagtc 



<400> 7 

19 



ru 

M ; <210> 8 

P 

p <211> 2 0 

U <212> DNA 



<213> Artificial Sequence 



<220> 



<2 23> PCR Primer 



<400> 8 

gaagatggtg atgggatttc 20 



<210> 9 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
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<220> 



<223> PCR Probe 



<400> 9 



caagcttccc gttctcagcc 20 



<210> 10 

<211> 2334 

<212> DNA 

<213> Mus musculus 

<220> 

<221> CDS 

<222> (206) . . . (1252) 
<400> 10 

gaagactcag ccagatccac tccagctccg accccaggag accgacctcc tccagacggc 60 
agcagcccca gcccagccga caaccccaga cgccaccgcc tggagcgtcc agacaccaac 12 0 
ctccgcccct gtccgaatcc aggctccggc cgcgcctctc gtcgcctctg caccctgctg 180 
tgcatcctcc taccgcgtcc cgatc atg etc gec tec gtc gca ggt ccc ate 232 

Met Leu Ala Ser Val Ala Gly Pro lie 
1 5 



280 



328 



age etc gee ttg gtg etc etc gee etc tgc ace egg cct get acg ggc 
Ser Leu Ala Leu Val Leu Leu Ala Leu Cys Thr Arg Pro Ala Thr Gly 
10 15 20 25 

cag gac tgc age gcg caa tgt cag tgc gca gec gaa gca gcg ccg cac 
Gin Asp Cys Ser Ala Gin Cys Gin Cys Ala Ala Glu Ala Ala Pro His 
30 35 40 



tgc ccc gec ggc gtg age ctg gtg ctg gac ggc tgc ggc tgc tgc cgc 376 
Cys Pro Ala Gly Val Ser Leu Val Leu Asp Gly Cys Gly Cys Cys Arg 
45 50 55 
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gtc tgc gcc aag cag ctg gga gaa ctg tgt acg gag cgt gac ccc tgc 424 
Val Cys Ala Lys Gin Leu Gly Glu Leu Cys Thr Glu Arg Asp Pro Cys 
60 65 70 

gac cca cac aag ggc etc ttc tgc gat ttc ggc tec ccc gcc aac cgc 472 
Asp Pro His Lys Gly Leu Phe Cys Asp Phe Gly Ser Pro Ala Asn Arg 
75 80 85 

aag ate gga gtg tgc act gcc aaa gat ggt gca ccc tgt gtc ttc ggt 52 0 
Lys lie Gly Val Cys Thr Ala Lys Asp Gly Ala Pro Cys Val Phe Gly 
90 95 100 105 

ggg teg gtg tac cgc age ggt gag tec ttc caa age age tgc aaa tac 568 
Gly Ser Val Tyr Arg Ser Gly Glu Ser Phe Gin Ser Ser Cys Lys Tyr 
110 115 120 

caa tgc act tgc ctg gat ggg gcc gtg ggc tgc gtg ccc ctg tgc age 616 
Gin Cys Thr Cys Leu Asp Gly Ala Val Gly Cys Val Pro Leu Cys Ser 
125 130 135 



atg gac gtg cgc ctg ccc age cct gac tgc ccc ttc ccg aga agg gtc 
Met Asp Val Arg Leu Pro Ser Pro Asp Cys Pro Phe Pro Arg Arg Val 
140 145 150 

aag ctg cct ggg aaa tgc tgc gag gag tgg gtg tgt gac gag ccc aag 
Lys Leu Pro Gly Lys Cys Cys Glu Glu Trp Val Cys Asp Glu Pro Lys 
155 160 165 

gac cgc aca gca gtt ggc cct gcc eta get gcc tac cga ctg gaa gac 
Asp Arg Thr Ala Val Gly Pro Ala Leu Ala Ala Tyr Arg Leu Glu Asp 
170 175 180 185 

aca ttt ggc cca gac cca act atg atg cga gcc aac tgc ctg gtc cag 
Thr Phe Gly Pro Asp Pro Thr Met Met Arg Ala Asn Cys Leu Val Gin 
190 195 200 



664 



712 



760 



808 



ace aca gag tgg age gcc tgt tct aag acc tgt ggg atg ggc ate tec 
Thr Thr Glu Trp Ser Ala Cys Ser Lys Thr Cys Gly Met Gly lie Ser 



856 
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205 210 215 

acc cga gtt acc aat gac aat acc ttc tgc aga ctt gag aag cag agt 
Thr Arg Val Thr Asn Asp Asn Thr Phe Cys Arg Leu Glu Lys Gin Ser 
220 225 230 

cgc etc tgc atg gtc agg ccc tgc gaa get gac ctg gag gaa aac att 
Arg Leu Cys Met Val Arg Pro Cys Glu Ala Asp Leu Glu Glu Asn He 
235 240 245 

aag aag ggc aaa aag tgc ate egg aca cct aaa ate gee aag cct gtc 
Lys Lys Gly Lys Lys Cys He Arg Thr Pro Lys He Ala Lys Pro Val 
250 255 260 265 

aag ttt gag ctt tct ggc tgc acc agt gtg aag aca tac agg get aag 
Lys Phe Glu Leu Ser Gly Cys Thr Ser Val Lys Thr Tyr Arg Ala Lys 
270 275 280 

ttc tgc ggg gtg tgc aca gac ggc cgc tgc tgc aca ccg cac aga acc 
Phe Cys Gly Val Cys Thr Asp Gly Arg Cys Cys Thr Pro His Arg Thr 
285 290 295 

acc act ctg cca gtg gag ttc aaa tgc ccc gat ggc gag ate atg aaa 
Thr Thr Leu Pro Val Glu Phe Lys Cys Pro Asp Gly Glu He Met Lys 
300 305 310 

aag aat atg atg ttc ate aag acc tgt gee tgc cat tac aac tgt cct 
Lys Asn Met Met Phe He Lys Thr Cys Ala Cys His Tyr Asn Cys Pro 
315 320 325 

ggg gac aat gac ate ttt gag tec ctg tac tac agg aag atg tac gga 
Gly Asp Asn Asp He Phe Glu Ser Leu Tyr Tyr Arg Lys Met Tyr Gly 
330 335 340 345 

gac atg gcg taa agecaggaag taagggacac gaactcatta gactataact 
Asp Met Ala * 



904 



952 



1000 



1048 



1096 



1144 



1192 



1240 



1292 
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tgaactgagt tgcatctcat tttcttctgt 
atctgtgttt ttaactaccg tgggaggaac 
ggccatacaa gtagtctgtc aacctcagac 
ttgttcatta gcgcacagtg ccagaacgca 
atgccaggag aaagaaagac aggtactagc 
actttttgga gtgtaaccgg ggagggcaat 
gcgagagctg agcatgtgtc ctccactaga 
agcagtttca gctctgacca ttctgattcc 
ctgttagact ggacagcttg tggcaagtaa 
atattgtaaa tattgtggat atatatatat 
aaagtcattt gtttttgttt taagtgcttt 
aaacaccata ggtaggacac gaagcttatc 
gggaattgtg acctgagtga ctctctgtca 
gtattggaag tcagatttct agtaggaaat 
cctttattaa gaaatggctg gctcagggta 
gcttctttga ttatgactgg tttggggtgg 
aaagttacat gtttgcacct ttctagttga 
aaaaaaaaaa aaaaaaaaaa aa 



aaaaacaatt acagtagcac attaatttaa 13 52 
tatcccacca aagtgagaac gttatgtcat 1412 
actggtttcg agacagttta cacttgacag 14 72 
cactgaggtg agtctcctgg aacagtggag 1532 
tgaggttatt ttaaaagcag cagtgtgcct 1592 
tatagcatgc ttgcagacag acctgctcta 1652 
tgaggctgag tccagctgtt ctttaagaac 1712 
agtgacactt gtcaggagtc agagccttgt 1772 
gtttgcctgt aacaagccag atttttattg 1832 
atatatttgt acagttatct aagttaattt 1892 
tgggatttta aactgatagc ctcaaactcc 1952 
tgtgattcaa aacaaaggag atactgcagt 2 012 
gaacaaatgc tgtgcaggtg ataaagctat 2 072 
gtggtcaaat ccctgttggt gaacaaatgg 213 2 
aggtccgatt cctaccagga agtgcttgct 2192 
ggggcagttt atttgttgag agtgtgacca 2252 
aaataaagta tatatatatt ttttatatga 2312 

2334 



<210> 11 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Primer 
<400> 11 

gctcagggta aggtccgatt c 



<210> 12 
<211> 15 
<212> DNA 

<213> Artificial Sequence 
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<220> 



<223> PCR Primer 



<400> 12 

15 

gccccccacc ccaaa 



<210> 13 
<211> 31 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Probe 



M ! <40 0> 13 

!\ tcataatcaa agaagcagca agcacttcct g 31 

fll 

k !s <210> 14 

UP 

H J <211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 



<22 3> PCR Primer 



<400> 14 

2 0 

ggcaaattca acggcacagt 



<210> 15 

<211> 20 

<212> DNA 

<213> Artificial 



Sequence 



RTS-0274 



-12- 



PATENT 



<220> 

<223> PCR Primer 
<400> 15 

gggtctcgct cctggaagat 

<210> 16 
<211> 27 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> PCR Probe 
<400> 16 

aaggccgaga atgggaagct tgtcatc 

<210> 17 

<211> 2312 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (146) . . . (1195) 
<400> 17 

tccagtgacg gagccgcccg gccgacagcc ccgagacgac agcccggcgc gtcccggtcc 
ccacctccga ccaccgccag cgctccaggc cccgcgctcc ccgctcgccg ccaccgcgcc 
ctccgctccg cccgcagtgc caacc atg acc gcc gcc agt atg ggc ccc gtc 

Met Thr Ala Ala Ser Met Gly Pro Val 
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C 9 C 9 tc 9 CC ttc gt9 9 tc ctc ctc 9 CC ctc t9 c a 9 c c 99 cc 9 9 CC 9 tc 22 0 
Arg Val Ala Phe Val Val Leu Leu Ala Leu Cys Ser Arg Pro Ala Val 
10 15 20 25 

ggc cag aac tgc age ggg ccg tgc egg tgc ccg gac gag ccg gcg ccg 2 68 
Gly Gin Asn Cys Ser Gly Pro Cys Arg Cys Pro Asp Glu Pro Ala Pro 
30 35 40 

cgc tgc ccg gcg ggc gtg age ctc gtg ctg gac ggc tgc ggc tgc tgc 316 
Arg Cys Pro Ala Gly Val Ser Leu Val Leu Asp Gly Cys Gly Cys Cys 
45 50 55 

n- cgc gtc tgc gec aag cag ctg ggc gag ctg tgc acc gag cgc gac ccc 3 64 



5 



Arg Val Cys Ala Lys Gin Leu Gly Glu Leu Cys Thr Glu Arg Asp Pro 
60 65 70 

tgc gac ccg cac aag ggc ctc ttc tgt gac ttc ggc tec ccg gec aac 412 
Cys Asp Pro His Lys Gly Leu Phe Cys Asp Phe Gly Ser Pro Ala Asn 
75 80 85 



p; cgc aag ate ggc gtg tgc acc gee aaa gat ggt get ccc tgc ate ttc 4 60 

H' Arg Lys He Gly Val Cys Thr Ala Lys Asp Gly Ala Pro Cys He Phe 

90 95 100 105 

99t 99t ^cg gtg tac cgc age gga gag tec ttc cag age age tgc aag 508 
Gly Gly Thr Val Tyr Arg Ser Gly Glu Ser Phe Gin Ser Ser Cys Lys 
110 115 120 

tac cag tgc acg tgc ctg gac ggg gcg gtg ggc tgc atg ccc ctg tgc 556 
Tyr Gin Cys Thr Cys Leu Asp Gly Ala Val Gly Cys Met Pro Leu Cys 
125 130 135 



age atg gac gtt cgt ctg ccc age cct gac tgc ccc ttc ccg agg agg 6 04 
Ser Met Asp Val Arg Leu Pro Ser Pro Asp Cys Pro Phe Pro Arg Arg 
140 145 150 



gtc aag ctg ccc ggg aaa tgc tgc gag gag tgg gtg tgt gac gag ccc 



652 
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Val Lys Leu Pro Gly Lys Cys Cys Glu Glu Trp Val Cys Asp Glu Pro 
155 160 165 

aag gac caa acc gtg gtt ggg cct gcc etc gcg get tac cga ctg gaa 
Lys Asp Gin Thr Val Val Gly Pro Ala Leu Ala Ala Tyr Arg Leu Glu 
170 175 180 185 

gac acg ttt ggc cca gac cca act atg att aga gcc aac tgc ctg gtc 
Asp Thr Phe Gly Pro Asp Pro Thr Met He Arg Ala Asn Cys Leu Val 
190 195 200 

cag acc aca gag tgg age gcc tgt tec aag acc tgt ggg atg ggc ate 
Gin Thr Thr Glu Trp Ser Ala Cys Ser Lys Thr Cys Gly Met Gly He 
205 210 215 

tec acc egg gtt acc aat gac aac gcc tec tgc agg eta gag aag cag 
Ser Thr Arg Val Thr Asn Asp Asn Ala Ser Cys Arg Leu Glu Lys Gin 
220 225 230 

age cgc ctg tgc atg gtc agg cct tgc gaa get gac ctg gaa gag aac 
Ser Arg Leu Cys Met Val Arg Pro Cys Glu Ala Asp Leu Glu Glu Asn 
235 240 245 

att aag aag ggc aaa aag tgc ate cgt act ccc aaa ate tec aag cct 
He Lys Lys Gly Lys Lys Cys He Arg Thr Pro Lys He Ser Lys Pro 
250 255 260 265 

ate aag ttt gag ctt tct ggc tgc acc age atg aag aca tac cga get 
He Lys Phe Glu Leu Ser Gly Cys Thr Ser Met Lys Thr Tyr Arg Ala 
270 275 280 

aaa ttc tgt gga gta tgt acc gac ggc cga tgc tgc acc ccc cac aga 
Lys Phe Cys Gly Val Cys Thr Asp Gly Arg Cys Cys Thr Pro His Arg 
285 290 295 



700 



748 



796 



844 



892 



940 



988 



1036 



acc acc acc ctg ccg gtg gag ttc aag tgc cct gac ggc gag gtc atg 
Thr Thr Thr Leu Pro Val Glu Phe Lys Cys Pro Asp Gly Glu Val Met 
300 305 310 



1084 
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aag aag aac atg atg ttc ate aag acc tgt gec tgc cat tac aac tgt 1132 
Lys Lys Asn Met Met Phe lie Lys Thr Cys Ala Cys His Tyr Asn Cys 
315 320 325 

ccc gga gac aat gac ate ttt gaa teg ctg tac tac agg aag atg tac 1180 
Pro Gly Asp Asn Asp lie Phe Glu Ser Leu Tyr Tyr Arg Lys Met Tyr 
330 335 340 345 

gga gac atg gca tga agecagagag tgagagacat taactcatta gactggaact 1235 
Gly Asp Met Ala * 



tgaactgatt 


cacatctcat 


ttttccgtaa 


aaatgatttc 


agtagcacaa 


gttatttaaa 


1295 


tctgtttttc 


taactggggg 


aaaagattcc 


cacccaattc 


aaaacattgt 


gccatgtcaa 


1355 


acaaatagtc 


tatcttcccc 


agacactggt 


ttgaagaatg 


ttaagacttg 


acagtggaac 


1415 


tacattagta 


cacagcacca 


gaatgtatat 


taaggtgtgg 


ctttaggagc 


agtgggaggg 


1475 


taccagcaga 


aaggttagta 


tcatcagata 


gctcttatac 


gagtaatatg 


ectgetattt 


1535 


gaagtgtaat 


tgagaaggaa 


aattttagcg 


tgctcactga 


cctgcctgta 


gccccagtga 


1595 


cagctaggat 


gtgeattetc 


cagccatcaa 


gagactgagt 


caagttgttc 


cttaagtcag 


1655 


aacagcagac 


tcagctctga 


cattctgatt 


cgaatgacac 


tgttcaggaa 


teggaatect 


1715 


gtcgattaga 


ctggacagct 


tgtggcaagt 


gaatttcctg 


taacaageca 


gattttttaa 


1775 


aatttatatt 


gtaaatattg 


tgtgtgtgtg 


tgtgtgtgta 


tatatatata 


tatatgtaca 


1835 


gttatctaag 


ttaatttaaa 


gttgtttgtg 


cctttttatt 


tttgttttta 


atgetttgat 


1895 


atttcaatgt 


tagectcaat 


ttctgaacac 


cataggtaga 


atgtaaagct 


tgtctgatcg 


1955 


ttcaaagcat 


gaaatggata 


cttatatgga 


aattctctca 


gatagaatga 


cagtccgtca 


2015 


aaacagattg 


tttgeaaagg 


ggaggcatca 


gtgtccttgg 


caggctgatt 


tctaggtagg 


2075 


aaatgtggta 


gctcacgctc 


acttttaatg 


aacaaatggc 


ctttattaaa 


aactgagtga 


2135 


ctctatatag 


ctgatcagtt 


ttttcacctg 


gaagcatttg 


tttctacttt 


gatatgactg 


2195 


ttttteggae 


agtttatttg 


ttgagagtgt 


gaccaaaagt 


tacatgtttg 


cacctttcta 


2255 


gttgaaaata 


aagtatattt 


tttctaaaaa 


aaaaaaaaaa 


cgacagcaac 


ggaattc 


2312 



<210> 18 

<211> 2078 

<212> DNA 

<213> Homo sapiens 



<220> 
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<221> CDS 

<222> (131) . . . (1180) 
<400> 18 

cccggccgac agccccgaga cgacagcccg gcgcgtcccg gtccccacct ccgaccaccg 60 
ccagcgctcc aggccccgcc gctccccgct cgccgccacc gcgccctccg ctccgcccgc 12 0 
agtgccaacc atg acc gcc gcc agt atg ggc ccc gtc cgc gtc gcc ttc 169 
Met Thr Ala Ala Ser Met Gly Pro Val Arg Val Ala Phe 
15 10 



gtg gtc etc etc gcc etc tgc age egg ccg gcc gtc ggc cag aac tgc 217 
Val Val Leu Leu Ala Leu Cys Ser Arg Pro Ala Val Gly Gin Asn Cys 
15 20 25 

age ggg ccg tgc egg tgc ccg gac gag ccg gcg ccg cgc tgc ccg gcg 2 65 
Ser Gly Pro Cys Arg Cys Pro Asp Glu Pro Ala Pro Arg Cys Pro Ala 
30 35 40 45 

ggc gtg age etc gtg ctg gac ggc tgc ggc tgc tgc cgc gtc tgc gcc 313 
Gly Val Ser Leu Val Leu Asp Gly Cys Gly Cys Cys Arg Val Cys Ala 
50 55 60 

aag cag ctg ggc gag ctg tgc acc gag cgc gac cca tgc gac ccg cac 3 61 
Lys Gin Leu Gly Glu Leu Cys Thr Glu Arg Asp Pro Cys Asp Pro His 
65 70 75 

aag ggc eta ttc tgt cac ttc ggc tec ccg gcc aac cgc aag ate ggc 409 
Lys Gly Leu Phe Cys His Phe Gly Ser Pro Ala Asn Arg Lys lie Gly 
80 85 90 

gtg tgc acc gcc aaa gat ggt get ccc tgc ate ttc ggt ggt acg gtg 457 
Val Cys Thr Ala Lys Asp Gly Ala Pro Cys lie Phe Gly Gly Thr Val 
95 100 105 



tac cgc age gga gag tec ttc cag age age tgc aag tac cag tgc acg 
Tyr Arg Ser Gly Glu Ser Phe Gin Ser Ser Cys Lys Tyr Gin Cys Thr 
110 115 120 125 



505 
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tgc ctg gac ggg gcg gtg ggc tgc atg ccc ctg tgc age atg gac gtt 553 
Cys Leu Asp Gly Ala Val Gly Cys Met Pro Leu Cys Ser Met Asp Val 
130 135 140 

cgt ctg ccc age cct gac tgc ccc ttc ccg agg agg gtc aag ctg ccc 601 
Arg Leu Pro Ser Pro Asp Cys Pro Phe Pro Arg Arg Val Lys Leu Pro 
145 150 155 

ggg aaa tgc tgc gag gag tgg gtg tgt gac gag ccc aag gac caa acc 64 9 
Gly Lys Cys Cys Glu Glu Trp Val Cys Asp Glu Pro Lys Asp Gin Thr 
160 165 170 

b 

Of 9 fc 9 gtt 999 cct 9 CC ctc 9 C 9 9 ct tac c 9 a ct 9 9 aa 9 ac ac 9 ttt ggc 697 



tH 1 



Val Val Gly Pro Ala Leu Ala Ala Tyr Arg Leu Glu Asp Thr Phe Gly 
175 180 185 



cca gac cca act atg att aga gec aac tgc ctg gtc cag acc aca gag 745 

y, Pro Asp Pro Thr Met He Arg Ala Asn Cys Leu Val Gin Thr Thr Glu 

fU 190 195 200 205 

CJ 

r| tgg age gee tgt tec aag acc tgt ggg atg ggc ate tec acc egg gtt 7 93 

!** Trp Ser Ala Cys Ser Lys Thr Cys Gly Met Gly He Ser Thr Arg Val 

210 215 220 



acc aat gac aac gee tec tgc agg eta gag aag cag age cgc ctg tgc 841 
Thr Asn Asp Asn Ala Ser Cys Arg Leu Glu Lys Gin Ser Arg Leu Cys 
225 230 235 

atg gtc agg cct tgc gaa get gac ctg gaa gag aac att aag aag ggc 889 
Met Val Arg Pro Cys Glu Ala Asp Leu Glu Glu Asn He Lys Lys Gly 
240 245 250 

aaa aag tgc ate cgt act ccc aaa ate tec aag cct ate aag ttt gag 937 
Lys Lys Cys He Arg Thr Pro Lys He Ser Lys Pro He Lys Phe Glu 
255 260 265 



ctt tct ggc tgc acc age atg aag aca tac cga get aaa ttc tgt gga 
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Leu Ser Gly Cys Thr Ser Met Lys Thr Tyr Arg Ala Lys Phe Cys Gly 
270 275 280 285 

gta tgt acc gac ggc cga tgc tgc acc ccc cac aga acc acc acc ctg 103 3 
Val Cys Thr Asp Gly Arg Cys Cys Thr Pro His Arg Thr Thr Thr Leu 
290 295 300 

ccg gtg gag ttc aag tgc cct gac ggc gag gtc atg aag aag aac atg 1081 
Pro Val Glu Phe Lys Cys Pro Asp Gly Glu Val Met Lys Lys Asn Met 
305 310 315 

atg ttc ate aag acc tgt gec tgc cat tac aac tgt ccc gga gac aat 1129 
Met Phe lie Lys Thr Cys Ala Cys His Tyr Asn Cys Pro Gly Asp Asn 
320 325 330 

gac ate ttt gaa teg ctg tac tac agg aag atg tac gga gac atg gca 1177 
Asp lie Phe Glu Ser Leu Tyr Tyr Arg Lys Met Tyr Gly Asp Met Ala 
335 340 345 

tga agecagagag tgagagacat taactcatta gactggaact tgaactgatt 123 0 



cacatctcat 


ttttccgtaa 


aaatgatttc 


agtagcacaa 


gttatttaaa 


tctgtttttc 


1290 


taactggggg 


aaaagattcc 


cacccaattc 


aaaacattgt 


gccatgtcaa 


acaaatagtc 


1350 


tatcaacccc 


agacactggt 


ttgaagaatg 


ttaagacttg 


acagtggaac 


tacattagta 


1410 


cacagcacca 


gaatgtatat 


taaggtgtgg 


ctttaggagc 


agtgggaggg 


taccagcaga 


1470 


aaggttagta 


tcatcagata 


gcatcttata 


cgagtaatat 


gectgetatt 


tgaagtgtaa 


1530 


ttgagaagga 


aaattttagc 


gtgctcactg 


acctgcctgt 


agccccagtg 


acagctagga 


1590 


tgtgcattct 


ccagccatca 


agagactgag 


tcaagttgtt 


ccttaagtca 


gaacagcaga 


1650 


ctcagctctg 


acattctgat 


tcgaatgaca 


ctgttcagga 


ateggaatec 


tgtcgattag 


1710 


actggacagc 


ttgtggcaag 


tgaatttgee 


tgtaacaagc 


cagatttttt 


aaaatttata 


1770 


ttgtaaatat 


tgtgtgtgtg 


tgtgtgtgtg 


tatatatata 


tatatgtaca 


gttatctaag 


1830 


ttaatttaaa 


gttgtttgtg 


cctttttatt 


tttgttttta 


atgetttgat 


atttcaatgt 


1890 


tagectcaat 


ttctgaacac 


cataggtaga 


atgtaaagct 


tgtctgatcg 


ttcaaagcat 


1950 


gaaatggata 


cttatatgga 


aattctgetc 


agatagaatg 


acagtccgtc 


aaaacagatt 


2010 


gtttgcaaag 


gggaggcatc 


agtgtccttg 


gcaggctgat 


ttctaggtag 


gaaatgtggt 


2070 


agcctcac 
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<210> 19 

<211> 2280 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (143) . . . (1192) 
<400> 19 

gacggcagcc gccccggccg acagccccga gacgacagcc cggcgcgtcc cggtccccac 6 0 
ctccgaccac cgccagcgct ccaggccccg ccgctccccg ctcgccgcca ccgcgccctc 120 
cgctccgccc gcagtgccaa cc atg acc gcc gcc agt atg ggc ccc gtc cgc 172 

Met Thr Ala Ala Ser Met Gly Pro Val Arg 
15 10 

gtc gcc ttc gtg gtc etc etc gcc etc tgc age egg ccg gcc gtc ggc 220 
Val Ala Phe Val Val Leu Leu Ala Leu Cys Ser Arg Pro Ala Val Gly 
15 20 25 

cag aac tgc age ggg ccg tgc egg tgc ccg gac gag ccg gcg ccg cgc 2 68 
Gin Asn Cys Ser Gly Pro Cys Arg Cys Pro Asp Glu Pro Ala Pro Arg 
30 35 40 

tgc ccg gcg ggc gtg age etc gtg ctg gac ggc tgc ggc tgc tgc cgc 316 
Cys Pro Ala Gly Val Ser Leu Val Leu Asp Gly Cys Gly Cys Cys Arg 
45 50 55 

gtc tgc gcc aag cag ctg ggc gag ctg tgc acc gag cgc gac cca tgc 3 64 
Val Cys Ala Lys Gin Leu Gly Glu Leu Cys Thr Glu Arg Asp Pro Cys 
60 65 70 

gac ccg cac aag ggc eta ttc tgt cac ttc ggc tec ccg gcc aac cgc 412 
Asp Pro His Lys Gly Leu Phe Cys His Phe Gly Ser Pro Ala Asn Arg 
75 80 85 90 
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aag ate ggc gtg tgc acc gec aaa gat ggt get ccc tgc ate ttc ggt 460 
Lys lie Gly Val Cys Thr Ala Lys Asp Gly Ala Pro Cys lie Phe Gly 
95 100 105 

ggt acg gtg tac cgc age gga gag tec ttc cag age age tgc aag tac 50 8 
Gly Thr Val Tyr Arg Ser Gly Glu Ser Phe Gin Ser Ser Cys Lys Tyr 
110 115 120 

cag tgc acg tgc ctg gac ggg gcg gtg ggc tgc atg ccc ctg tgc age 556 
Gin Cys Thr Cys Leu Asp Gly Ala Val Gly Cys Met Pro Leu Cys Ser 
125 130 135 

atg gac gtt cgt ctg ccc age cct gac tgc ccc ttc ccg agg agg gtc 6 04 
Met Asp Val Arg Leu Pro Ser Pro Asp Cys Pro Phe Pro Arg Arg Val 
140 145 150 

aag ctg ccc ggg aaa tgc tgc gag gag tgg gtg tgt gac gag ccc aag 652 
Lys Leu Pro Gly Lys Cys Cys Glu Glu Trp Val Cys Asp Glu Pro Lys 
155 160 165 170 

gac caa acc gtg gtt ggg cct gee etc gcg get tac cga ctg gaa gac 700 
Asp Gin Thr Val Val Gly Pro Ala Leu Ala Ala Tyr Arg Leu Glu Asp 
175 180 185 

acg ttt ggc cca gac cca act atg att aga gee aac tgc ctg gtc cag 748 
Thr Phe Gly Pro Asp Pro Thr Met lie Arg Ala Asn Cys Leu Val Gin 
190 195 200 

acc aca gag tgg age gee tgt tec aag acc tgt ggg atg ggc ate tec 796 
Thr Thr Glu Trp Ser Ala Cys Ser Lys Thr Cys Gly Met Gly lie Ser 
205 210 215 

acc egg gtt acc aat gac aac gee tec tgc agg eta gag aag cag age 844 
Thr Arg Val Thr Asn Asp Asn Ala Ser Cys Arg Leu Glu Lys Gin Ser 
220 225 230 



cgc ctg tgc atg gtc agg cct tgc gaa get gac ctg gaa gag aac att 
Arg Leu Cys Met Val Arg Pro Cys Glu Ala Asp Leu Glu Glu Asn lie 
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235 240 245 250 

aag aag ggc aaa aag tgc ate cgt act ccc aaa ate tec aag cct ate 940 
Lys Lys Gly Lys Lys Cys lie Arg Thr Pro Lys lie Ser Lys Pro lie 
255 260 265 

aag ttt gag ctt tct ggc tgc acc age atg aag aca tac cga get aaa 988 
Lys Phe Glu Leu Ser Gly Cys Thr Ser Met Lys Thr Tyr Arg Ala Lys 
270 275 280 



ttc tgt gga gta tgt acc gac ggc cga tgc tgc acc ccc cac aga acc 1036 
Phe Cys Gly Val Cys Thr Asp Gly Arg Cys Cys Thr Pro His Arg Thr 
285 290 295 

acc acc ctg ccg gtg gag ttc aag tgc cct gac ggc gag gtc atg aag 1084 
Thr Thr Leu Pro Val Glu Phe Lys Cys Pro Asp Gly Glu Val Met Lys 
300 305 310 

aag aac atg atg ttc ate aag acc tgt gec tgc cat tac aac tgt ccc 1132 
Lys Asn Met Met Phe lie Lys Thr Cys Ala Cys His Tyr Asn Cys Pro 
315 320 325 330 

gga gac aat gac ate ttt gaa teg ctg tac tac agg aag atg tac gga 1180 
Gly Asp Asn Asp lie Phe Glu Ser Leu Tyr Tyr Arg Lys Met Tyr Gly 
335 340 345 

gac atg gca tga agecagagag tgagagacat taactcatta gactggaact 1232 
Asp Met Ala * 



tgaactgatt cacatctcat ttttccgtaa 
tctgtttttc taactggggg aaaagattcc 
acaaatagtc tatcaacccc agacactggt 
tacattagta cacagcacca gaatgtatat 
taccagcaga aaggttagta tcatcagata 
tgaagtgtaa ttgagaagga aaattttagc 
acagctagga tgtgcattct ccagccatca 
gaacagcaga ctcagctctg acattctgat 



aaatgatttc agtagcacaa gttatttaaa 12 92 
cacccaattc aaaacattgt gccatgtcaa 1352 
ttgaagaatg ttaagacttg acagtggaac 1412 
taaggtgtgg ctttaggagc agtgggaggg 1472 
gcatcttata cgagtaatat gectgetatt 1532 
gtgctcactg acctgcctgt agccccagtg 1592 
agagactgag tcaagttgtt ccttaagtca 1652 
tcgaatgaca ctgttcagga ateggaatec 1712 
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tgtcgattag actggacagc ttgtggcaag tgaatttgcc tgtaacaagc cagatttttt 1772 
aaaatttata ttgtaaatat tgtgtgtgtg tgtgtgtgtg tatatatata tatatgtaca 1832 
gttatctaag ttaatttaaa gttgtttgtg cctttttatt tttgttttta atgctttgat 1892 
atttcaatgt tagcctcaat ttctgaacac cataggtaga atgtaaagct tgtctgatcg 1952 
ttcaaagcat gaaatggata cttatatgga aattctgctc agatagaatg acagtccgtc 2012 
aaaacagatt gtttgcaaag gggaggcatc agtgtccttg gcaggctgat ttctaggtag 2072 
gaaatgtggt agcctcactt ttaatgaaca aatggccttt attaaaaact gagtgactct 2132 
atatagctga tcagtttttt cacctggaag catttgtttc tactttgata tgactgtttt 2192 
tcggacagtt tatttgttga gagtgtgacc aaaagttaca tgtttgcacc tttctagttg 2252 
aaaataaagt gtatattttt tctataaa 2280 

<210> 20 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 20 

gcagttggct ctaatcatag 2 0 



<210> 21 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 21 

tgaccatgca caggcggctc 2 0 



<210> 22 
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<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 22 

ctcaaacttg ataggcttgg 

<210> 23 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 23 

tttagctcgg tatgtcttca 

<210> 24 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 24 

cttgaactcc accggcaggg 



20 
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<210> 25 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 25 

ggtcttgatg aacatcatgt 

<210> 26 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 26 

gacagttgta atggcaggca 

<210> 27 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 27 

ccgtacatct tcctgtagta 



20 
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<210> 28 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Antisense Oligonucleotide 
<400> 28 

ccagctgctt ggcgcagacg 

<210> 29 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 29 

tctggaccag gcagttggct 

<210> 30 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 30 

tgtggtctgg accaggcagt 



20 



RTS-0274 



<210> 31 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 31 

cactctgtgg tctggaccag 

<210> 32 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 32 

gatgcacttt ttgcccttct 

<210> 33 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0274 



gccagaaagc tcaaacttga 

<210> 34 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 34 

gtgcagccag aaagctcaaa 

<210> 35 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 35 

caggtcttga tgaacatcat 

<210> 36 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0274 

<400> 36 

aggcacaggt cttgatgaac 

<210> 37 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 37 

atggcaggca caggtcttga 

<210> 38 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 38 

acagttgtaa tggcaggcac 

<210> 39 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0274 



<400> 39 

ccacaagctg tccagtctaa 

<210> 40 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 40 

acttgccaca agctgtccag 

<210> 41 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 41 

ttaacttaga taactgtaca 

<210> 42 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



RTS-0274 

<223> Antisense Oligonucleotide 
<400> 42 

ttaaattaac ttagataact 

<210> 43 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 43 

ttaataaagg ccatttgttc 

<210> 44 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 44 

cactctcaac aaataaactg 

<210> 45 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



RTS-0274 



<223> Antisense Oligonucleotide 
<400> 45 

ggtcacactc tcaacaaata 

<210> 46 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<22 3> Antisense Oligonucleotide 
<400> 46 

cttttggtca cactctcaac 

<210> 47 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 47 

tgtaactttt ggtcacactc 

<210> 48 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



RTS-0274 

<220> 

<223> Antisense Oligonucleotide 
<400> 48 

aaacatgtaa cttttggtca 

<210> 49 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 49 

ctttattttc aactagaaag 

<210> 50 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 50 

cagctgcttg gcgcagacgc 

<210> 51 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



RTS-0274 



<220> 

<223> Antisense Oligonucleotide 
<400> 51 

ccttgggctc gtcacacacc 

<210> 52 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 52 

tctgtggtct ggaccaggca 

<210> 53 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 53 

cagccagaaa gctcaaactt 



<210> 54 
<211> 20 
<212> DNA 
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<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 54 

ctggtgcagc cagaaagctc 2 0 



<210> 55 
<211> 20 
<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 55 

acaggtcttg atgaacatca 20 



<210> 56 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 56 

gcaggcacag gtcttgatga 20 



<210> 57 
<211> 20 



RTS-0274 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 57 

taatggcagg cacaggtctt 

<210> 58 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 58 

ccatgtctcc gtacatcttc 

<210> 59 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 59 

cttgccacaa gctgtccagt 



<210> 60 



RTS-0274 



<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 60 

aaaaatctgg cttgttacag 

<210> 61 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 61 

ctttaaatta acttagataa 

<210> 62 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 62 

tttggtcaca ctctcaacaa 



RTS-0274 

<210> 63 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 63 

gtaacttttg gtcacactct 

<210> 64 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 64 

caaacatgta acttttggtc 

<210> 65 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 65 

actttatttt caactagaaa 
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<210> 66 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 66 

cggcggtcat ggttggcact 

fal: 

pi 

fl <210> 67 

G 1 <211> 20 

<212> DNA 

h* <213> Artificial Sequence 

jr. 

p|j <22 0> 

S <223> Antisense Oligonucleotide 

<400> 67 

cccatactgg cggcggtcat 



<210> 68 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 68 

ccgtccagca cgaggctcac 



20 



RTS-0274 



<210> 69 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 69 

agaggccctt gtgcgggtcg 

<210> 70 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 70 

gagccgaagt cacagaagag 

<210> 71 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 71 



RTS-0274 



aaggactctc cgctgcggta 

<210> 72 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 72 

cacgtgcact ggtacttgca 

<210> 73 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 73 

tcgcagcatt tcccgggcag 

<210> 74 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0274 



<400> 74 

ctcctcgcag catttcccgg 

<210> 75 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 75 

gcjgctcgtca cacacccact 

<210> 76 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 76 

gtctgggcca aacgtgtctt 

<210> 77 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
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o 



<400> 77 

tctaatcata gttgggtctg 20 



<210> 78 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



M< <223> Antisense Oligonucleotide 



p <40 0> 78 



gaccaggcag ttggctctaa 20 



•"Si. 

* <210> 79 



<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 79 

ctctagcctg caggaggcgt 20 



<210> 80 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 



RTS-0274 -43- PATENT 

<223> Antisense Oligonucleotide 
<400> 80 

atgttctctt ccaggtcagc 20 

<210> 81 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 81 

ggagattttg ggagtacgga 20 

<210> 82 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 82 

ttgataggct tggagatttt 20 

<210> 83 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 



RTS-0274 



-44- 



PATENT 



<223> Antisense Oligonucleotide 
<400> 83 

cacagaattt agctcggtat 



. — ,. 



<210> 84 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



M. <22 0> 



<223> Antisense Oligonucleotide 
<400> 84 

ggccgtcggt acatactcca 20 



M= <210> 85 

W <211> 2 0 

Q 

lI <212> DNA 

IT* 



<213> Artificial Sequence 



<220> 



<223> Antisense Oligonucleotide 
<400> 85 

tccaccggca gggtggtggt 20 



<210> 86 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



RTS-0274 



-45- 



PATENT 



<220> 

<223> Antisense Oligonucleotide 
<400> 86 

cagggcactt gaactccacc 2 0 

<210> 87 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 87 

ccgtcagggc acttgaactc 2 0 

<210> 88 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 88 

ggacagttgt aatggcaggc 2 0 

<210> 89 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



RTS-0274 



-46- 



PATENT 



<220> 



<223> Antisense Oligonucleotide 
<400> 89 

gtagtacagc gattcaaaga 20 



<210> 90 
<211> 20 
<212> DNA 

U :: <213> Artificial Sequence 



P 

'<£Ji 



<220> 



<223> Antisense Oligonucleotide 



<400> 90 

tctggcttca tgccatgtct 20 



<210> 91 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 91 

tctctcactc tctggcttca 20 



<210> 92 
<211> 20 
<212> DNA 



RTS-0274 -47- PATENT 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 92 

tacggaaaaa tgagatgtga 2 0 

<210> 93 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 93 

atttaaataa cttgtgctac 20 

<210> 94 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 94 

ttcttcaaac cagtgtctgg 20 



<210> 95 
<211> 20 



RTS-0274 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 95 

cagtgagcac gctaaaattt 

<210> 96 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 96 

gttctgactt aaggaacaac 

<210> 97 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 97 

gctgtccagt ctaatcgaca 



<210> 98 



RTS-0274 



-49- 



PATENT 



<211> 2330 

<212> DNA 

<213> Mus mus cuius 

<220> 

<221> CDS 

<222> (204) . . . (1250) 
<400> 98 

agactcagcc agatccactc cagctccgac cccaggagac cgacctcctc cagacggcag 60 
cagccccagc ccagccgaca accccagacg ccaccgcctg gagcgtccag acaccaacct 12 0 
ccgcccctgt ccgaatccag gctccagccg cgcctctcgt cgcctctgca ccctgctgtg 180 
catcctccta ccgcgtcccg ate atg etc gee tec gtc gca ggt ccc ate age 233 

Met Leu Ala Ser Val Ala Gly Pro lie Ser 
15 10 

etc gec ttg gtg etc etc gee etc tgc ace egg cct get acg ggc cag 2 81 
Leu Ala Leu Val Leu Leu Ala Leu Cys Thr Arg Pro Ala Thr Gly Gin 
15 20 25 

gac tgc age gcg caa tgt cag tgc gca gee gaa gca gcg ccg cac tgc 32 9 
Asp Cys Ser Ala Gin Cys Gin Cys Ala Ala Glu Ala Ala Pro His Cys 
30 35 40 

ccc gee ggc gtg age ctg gtg ctg gac ggc tgc ggc tgc tgc cge gtc 3 77 
Pro Ala Gly Val Ser Leu Val Leu Asp Gly Cys Gly Cys Cys Arg Val 
45 50 55 

tgc gec aag cag ctg gga gaa ctg tgt acg gag cgt gac ccc tgc gac 425 
Cys Ala Lys Gin Leu Gly Glu Leu Cys Thr Glu Arg Asp Pro Cys Asp 
60 65 70 

cca cac aag ggc etc ttc tgc gat ttc ggc tec ccc gee aac cgc aag 473 
Pro His Lys Gly Leu Phe Cys Asp Phe Gly Ser Pro Ala Asn Arg Lys 
75 80 85 90 



att gga gtg tgc act gee aaa gat ggt gca ccc tgt gtc ttc ggt ggg 



521 



RTS-0274 -50- PATENT 

lie Gly Val Cys Thr Ala Lys Asp Gly Ala Pro Cys Val Phe Gly Gly 
95 100 105 

teg gtg tac cgc age ggt gag tec ttc caa age age tgc aaa tac caa 569 
Ser Val Tyr Arg Ser Gly Glu Ser Phe Gin Ser Ser Cys Lys Tyr Gin 
110 115 120 

tgc act tgc ctg gat ggg gee gtg ggc tgc gtg ccc eta tgc age atg 617 
Cys Thr Cys Leu Asp Gly Ala Val Gly Cys Val Pro Leu Cys Ser Met 
125 130 135 

gac gtg cgc ctg ccc age cct gac tgc ccc ttc ccg aga agg gtc aag 665 

M= Asp Val Arg Leu Pro Ser Pro Asp Cys Pro Phe Pro Arg Arg Val Lys 

jEj! 140 145 150 

EH ctg cct ggg aaa tgc tgc gag gag tgg gtg tgt gac gag ccc aag gac 713 

Leu Pro Gly Lys Cys Cys Glu Glu Trp Val Cys Asp Glu Pro Lys Asp 
M; 155 160 165 170 

jy cgc aca gca gtt ggc cct gee eta get gee tac cga ctg gaa gac aca 761 

H" Arg Thr Ala Val Gly Pro Ala Leu Ala Ala Tyr Arg Leu Glu Asp Thr 

175 180 185 



pi 



ttt ggc cca gac cca act atg atg cga gec aac tgc ctg gtc cag acc 809 
Phe Gly Pro Asp Pro Thr Met Met Arg Ala Asn Cys Leu Val Gin Thr 
190 195 200 

aca gag tgg age gee tgt tct aag acc tgt gga atg ggc ate tec acc 857 
Thr Glu Trp Ser Ala Cys Ser Lys Thr Cys Gly Met Gly lie Ser Thr 
205 210 215 



cga gtt acc aat gac aat acc ttc tgc aga ctg gag aag cag age cgc 
Arg Val Thr Asn Asp Asn Thr Phe Cys Arg Leu Glu Lys Gin Ser Arg 
220 225 230 



905 



etc tgc atg gtc agg ccc tgc gaa get gac ctg gag gaa aac att aag 
Leu Cys Met Val Arg Pro Cys Glu Ala Asp Leu Glu Glu Asn lie Lys 
235 240 245 250 



953 



RTS-0274 



-51- 



PATENT 



aag ggc aaa aag tgc ate egg aca cct aaa ate gee aag cct gtc aag 1001 
Lys Gly Lys Lys Cys lie Arg Thr Pro Lys lie Ala Lys Pro Val Lys 
255 260 265 

ttt gag ctt tct ggc tgc acc agt gtg aag aca tac agg get aag ttc 1049 
Phe Glu Leu Ser Gly Cys Thr Ser Val Lys Thr Tyr Arg Ala Lys Phe 
270 275 280 

tgc ggg gtg tgc aca gac ggc cgc tgc tgc aca ccg cac aga acc acc 1097 
Cys Gly Val Cys Thr Asp Gly Arg Cys Cys Thr Pro His Arg Thr Thr 
285 290 295 

act ctg cca gtg gag ttc aaa tgc ccc gat ggc gag ate atg aaa aag 1145 
Thr Leu Pro Val Glu Phe Lys Cys Pro Asp Gly Glu lie Met Lys Lys 
300 305 310 

aat atg atg ttc ate aag acc tgt gec tgc cat tac aac tgt cct ggg 1193 
Asn Met Met Phe lie Lys Thr Cys Ala Cys His Tyr Asn Cys Pro Gly 
315 320 325 330 

gac aat gac ate ttt gag tec ctg tac tac agg aag atg tac gga gac 1241 
Asp Asn Asp lie Phe Glu Ser Leu Tyr Tyr Arg Lys Met Tyr Gly Asp 
335 340 345 

atg gcg taa agecaggaag taagggacac gaactcatta gactataact 129 0 

Met Ala * 



tgaactgagt tgcatctcat tttcttctgt aaaaacaatt acagtagcac attaatttaa 1350 
atctgtgttt ttaactaccg tgggaggaac tatcccacca aagtgagaac gttatgtcat 1410 
ggccatacaa gtagtctgtc aacctcagac actggtttcg agacagttta cacttgacag 1470 
ttgttcatta gcgcacagtg ccagaacgca cactgaggtg agtctcctgg aacagtggag 1530 
atgecaggag aaagaaagac aggtactagc tgaggttatt ttaaaagcag cagtgtgcct 1590 
actttttgga gtgtaaccgg ggagggaaat tatagcatgc ttgcagacag acctgctcta 1650 
gcgagagctg agcatgtgtc ctccactaga tgaggctgag tccagctgtt ctttaagaac 1710 
agcagtttca gctctgacca ttctgattcc agtgacactt gtcaggagtc agagecttgt 1770 
ctgttagact ggacagcttg tggcaagtaa gtttgcctgt aacaagecag atttttattg 1830 



RTS-0274 



-52- 



PATENT 



atattgtaaa tattgtggat atatatatat 
taatttaaag tcatttgttt ttgttttaag 
aactccaaac accataggta ggacacgaag 
tgcagtggga attgtgacct gagtgactct 
ataaagctat gtattggaag tcagatttct 
gaacaaatgg cctttattaa gaaatggctg 
agtgcttgct gcttctttga ttatgactgg 
agtgtgacca aaagttacat gtttgcactt 
ttatatgaaa aaaaaaaaaa 



atatatatat atttgtacag ttatctaagt 1890 
tgcttttggg attttaaact gatagcctca 1950 
cttatctgtg attcaaaaca aaggagatac 2 010 
ctgtcagaac aaacaaatgc tgtgcaggtg 207 0 
agtaggaaat gtggtcaaat ccctgttggt 213 0 
gctcagggta aggtccgatt cctaccagga 2190 
tttggggtgg ggggcagttt atttgttgag 2250 
tctagttgaa aataaagtat atatatattt 2310 

2330 



<210> 99 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 99 

actttttgcc cttcttaatg 



<210> 100 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 100 

gacgctccag gcggtggcgt 



20 



RTS-0274 



-53- 



PATENT 



Pi- 



<210> 101 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 101 

gtctggacgc tccaggcggt 2 0 



O <210> 102 

s 

pwi. <211> 20 



* <220> 

jsssl: 



<212> DNA 

<213> Artificial Sequence 



<223> Antisense Oligonucleotide 
<400> 102 

cggctggagc ctggattcgg 2 0 



<210> 103 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 103 

gagaggcgcg gctggagcct 



20 



RTS-0274 



-54- 



PATENT 



<210> 104 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 104 

acgcggtagg aggatgcaca 2 0 

<210> 105 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 105 

gaggcgagca tgatcgggac 2 0 

<210> 106 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 106 

ggcgcagacg cggcagcagc 



20 



RTS-0274 



<210> 107 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 107 

tgcttggcgc agacgcggca 

<210> 108 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 108 

gcccttgtgt gggtcgcagg 

<210> 109 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 109 



RTS-0274 



-56- 



PATENT 



aatcgcagaa gaggcccttg 2 0 



<210> 110 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 110 

accgacccac cgaagacaca 2 0 



<210> 111 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 111 

ttggtatttg cagctgcttt 20 



<210> 112 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 



RTS-0274 



-57- 



PATENT 



<400> 112 

cacgcagccc acggccccat 2 0 

<210> 113 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 113 

gcacgtccat gctgcatagg 2 0 

<210> 114 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 114 

gcagcttgac ccttctcggg 2 0 

<210> 115 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0274 



<400> 115 

actgctgtgc ggtccttggg 

<210> 116 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 116 

gtgtcttcca gtcggtaggc 

<210> 117 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 117 

aaggtattgt cattggtaac 

<210> 118 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



RTS-0274 



<223> Antisense Oligonucleotide 
<400> 118 

ggctctgctt ctccagtctg 

<210> 119 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 119 

tcttcacact ggtgcagcca 

<210> 120 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 120 

cgtctgtgca caccccgcag 

<210> 121 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



RTS-0274 



<223> Antisense Oligonucleotide 
<400> 121 

cggtgtgcag cagcggccgt 

<210> 122 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 122 

tccactggca gagtggtggt 

<210> 123 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Antisense Oligonucleotide 
<400> 123 

catcatattc tttttcatga 

<210> 124 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



RTS-0274 



-61- 



PATENT 



<220> 

<223> Antisense Oligonucleotide 
<400> 124 

gtcattgtcc ccaggacagt 2 0 

<210> 125 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 125 

tcctggcttt acgccatgtc 2 0 

<210> 126 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 126 

aaatgagatg caactcagtt 2 0 

<210> 127 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



RTS-0274 



<220> 

<223> Antisense Oligonucleotide 
<400> 127 

tcagtgtgcg ttctggcact 

<210> 128 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 128 

gttccaggag actcacctca 

<210> 129 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 129 

tctccactgt tccaggagac 

<210> 130 
<211> 20 
<212> DNA 



RTS-0274 



-63- 



PATENT 



<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 130 

tctcctggca tctccactgt 



ri 



a 

p; 



<210> 131 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



feM <220> 

{* 

. :r"i; 

M- <223> Antisense Oligonucleotide 

n 



<400> 131 

tttctttctc ctggcatctc 20 



<210> 132 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 



<223> Antisense Oligonucleotide 
<400> 132 

tccccggtta cactccaaaa 20 



<210> 133 
<211> 20 



RTS-0274 -64- PATENT 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 133 

aggtctgtct gcaagcatgc 20 

<210> 134 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 134 

tgctcagctc tcgctagagc 20 

<210> 135 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 135 

agtgtcactg gaatcagaat 20 



<210> 136 



RTS-0274 



-65- 



PATENT 



<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 136 

caaatatata tatatatata 2 0 



<210> 137 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 137 

acttaaaaca aaaacaaatg 2 0 



<210> 138 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 138 

gctatcagtt taaaatccca 



20 



RTS-0274 



<210> 139 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 139 

gtgtcctacc tatggtgttt 

<210> 140 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 140 

tttgaatcac agataagctt 

<210> 141 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 141 

cagtatctcc tttgttttga 



RTS-0274 



-67- 



PATENT 



<210> 142 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 142 

attcccactg cagtatctcc 

<210> 143 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 143 

caggtcacaa ttcccactgc 

<210> 144 

<211> 20 

<212> DMA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 144 

ctgacagaga gtcactcagg 



20 



RTS-0274 



<210> 145 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 145 

gctttatcac ctgcacagca 

<210> 146 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 146 

tacatagctt tatcacctgc 

<210> 147 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



<400> 147 



RTS-0274 

cttccaatac atagctttat 

<210> 148 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 148 

tctgacttcc aatacatagc 

<210> 149 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 149 

atttgttcac caacagggat 

<210> 150 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 



<223> Antisense Oligonucleotide 



RTS-0274 



<400> 150 

ttaccctgag ccagccattt 

<210> 151 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 151 

aagaagcagc aagcacttcc 

<210> 152 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 
<400> 152 

cagtcataat caaagaagca 

<210> 153 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Antisense Oligonucleotide 



RTS-0274 



-71- 



PATENT 



<400> 153 

atatacttta ttttcaacta 20 



